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Part 1: The Basics

Venexia Walker



What?

Git is a content tracking software.
GitHub is one online provider of Git.
Alternatives to GitHub include Bitbucket and GitLab.

You can sign up to GitHub for free at https://github.com/.



What?

Local Remote
(i.e., on your computer) (i.e., on github.com)
Working directory Staging Repository Repository
area
git add git commit git push
git pull

https://support.nesi.org.nz/hc/en-gb/articles/360001508515-Git-Reference-Sheet




Why?

Reproducible research.

Version control.

Code backup.

Work on code with collaborators.

Personal online code record.



How?

Online using https://github.com/ GitHub Desktop

Github command line tool (CLI) Git integration into RStudio
or other software



nline using https://github.com/

Search or jump to. Pullrequests Issues Codespaces Marketplace Explore a +- (}\'

& venexia [test Private ®Unwatch 1 ~ % Fork 0 - Yy Star 0

generated from venexia/template
<> Code (© Issues I Pullrequests () Actions [ Projects [0 wiki (@ Security |~ Insights {8 Settings

test/

B

Drag files here to add them to your repository

Or choose your files

6 Commit changes

Add files via upload

Add an optional extended description...

-0- Commit directly to the main branch.

i) Create a new branch for this commit and start a pull request. Learn more about pull requests.

Commit changes Cancel



GitHub desktop

Current Repository P Current Branch ~ Fetch origin

test main */ Last fetched 12 minutes ago

Changes History

0 changed files

No local changes

There are no uncommitted changes in this repository. Here
are some friendly suggestions for what to do next.

Open the repository in your
external editor

Select your editor in | Open in visual Studio Code |
Preferences

Repository menuor 3 & A

View the files of your repository in Finder

Repository menuor ¥ ¢ F ‘M

Open the repository page on GitHub in
your browser | View on GitHub \
Repository menuor 8 & G

a | Summary (required)

Description

A+




Git integration into RStudio or other software

RStudio
O-0pler- G function ~ Addins ~ X Project: (None) ~
Console Terminal - Background Jobs ‘ Environment  History Connections  Tutorial —-
R R4.2.3 - ~/Documents/ o # Import Dataset = = ” 140 Mi8 + | & List ~ -
R - | T Global Environment ~

R version 4.2.3 (2023-03-15) -- "Shortstop Beagle"
Copyright (C) 2023 The R Foundation for Statistical Computing
Platform: x86_64-apple-darwinl7.0 (64-bit) Environment is empty

R is free software and comes with ABSOLUTELY NO WARRANTY.
You are welcome to redistribute it under certain conditions.
Type 'license()' or 'licence()' for distribution details.
New Project Wizard
Natural language support but running in an English locc

Back Create Project from Version Control
R is a collaborative project with many contributors.
Type 'contributors()' for more information and == Git
'citation()' on how to cite R or R packages in publicatic G Clone a project from a Git repository >
Type 'demo()' for some demos, 'help()' for on-line help, s .
'help.start()' for an HTML browser interface to help. ‘ f"jif:,s':‘".“u,u\, a Subversion repository >

Type 'q()' to quit R. )

[Workspace loaded from ~/Documents/.RData]

Cancel

Files Plots Packages Help Viewer Presentation (=



Github command line tool (CLI)

$ gh pr status

Current branch
There is no pull request associated with [develop]

Created by you
Update readme [readme-fix]
- Checks pending - Review required

Requesting a code review from you
Improve error handling [better-error-handling]




Summary

Something is better than nothing - if you use Git in anyway, that is great! €

You will get into a horrible Git mess at some point. Don’t panic. Backup everything
somewhere else before you do anything radical like force a git push or git pull.

There is lots of help out there - the documentation is a great place to start.



https://docs.github.com/en

Part 2: Github Functionality

Winfred Gatua



README

This is a useful place to highlight relevant project information, such as:

e How to use the repository

e How to access the relevant data

e Supplementary material for a project
e Project abstract and authors

A README.md file in the repository will automatically be rendered and the
Markdown format means markdown links, tables, etc. can be included.

Example: hitps://github.com/venexia/repurposing-antinypertensives-dementia



https://github.com/venexia/repurposing-antihypertensives-dementia

.gitignore

This hidden file tells Git what it should not track.

Try to keep your sensitive data in a specific directory and add the whole directory
to the .gitignore. Alternatively, specific files can be added to the .gitignore.

Maintain directory structure by ignoring the directory, except a README.md:

raw/*
'!raw/README . md



Git history

Everytime you commit something to Git, it is recorded in the Git history.

When you make a repository public, the history of the repository when it was
private is shared.

If sensitive data has been accidentally included at any point, you can use tools,
such as BFEG Repo-Cleaner, to remove that part of the history. Worst case
scenario: you can delete your repository but this will mean losing all your other
history.



https://rtyley.github.io/bfg-repo-cleaner/

Relative file paths

Avoid including absolute file paths in your code for security.

The easiest way to do this is to use relative paths - for example, “raw/data.txt”
rather than “E:/venexia/phd/project/raw/data.txt”. You would then just need to set
your working directory as “E:/venexia/phd/project/” before running anything.

If you are using RStudio, use the project functionality. An RStudio project will open
where you left off in your working directory meaning you only ever need relative

file paths.



Templates
You can create project templates that can be used when you setup new
repositories or you use other people’s templates,

To create a template, make a new repository with your preferred setup, then online
go to ‘Settings > Template repository’.

Example: https://qgithub.com/venexia/template



https://github.com/venexia/template

Branches and pull requests

N

branch1

branch?2



Make a branch

Online
Click branch selector on repository main page

Type branch name
Click ‘Create branch’

GitHub CLI

git checkout -b branch name
firsttime: git push --set-upstream origin branch name
once setup: git push -u originbranch name

Other useful commands:
git branch -a

GitHub Desktop

Click ‘Current Branch > New Branch’
Type branch name
Click ‘Create Branch’

Git integration

In RStudio Git tab, click Git logo
Type branch name
Click ‘Create’


https://desktop.github.com/
https://docs.github.com/en/github-cli/github-cli/quickstart

Make a pull request

Pull requests are used to merge a branch.

The request is made online by clicking ‘Pull requests > New pull request’ and
selecting the relevant branch.

Pull requests allow you to compare what has changed since the branch was made
- this is useful for you and and can be used by teams for code review.

The request will highlight merge conflicts.



Basic formatting syntax

1. https://commonmark.ora/help/
2. Markdown cheatsheet

Type
*Italic*

**Bold**

# Heading 1

## Heading 2

[Link](http://a.com)

![Image](http://url/a.png)

> Blockquote

* List
* List
* List

or
_Italic_
__Bold__

Heading 1

[Link][1]
t1]: http://b.org
! [Image][1]

[1]: http://url/b.jpg

- List
- List
- List

.. to Get
Italic
Bold

Heading 1

Heading 2

Blockquote

e List
e List
e List


https://commonmark.org/help/
https://github.com/adam-p/markdown-here/wiki/Markdown-Cheatsheet

Summary

Create, assign
and manage
issues

Default branch
is the Master -
you can switch

W Figures

) Scripts

winfrednyoroka / Stroke_brain_bloodeQTLs  private

winfrednyoroka Merge pull request #3 from winfrednyoroka/winfrednyor... ...

I Results_31_05_2022

Make your own copy
of the entire
repository

[ Settings - add collaborators

Get all the files
from the web to
your computer

Unwatch 1 ~ % Fork 0

Issues 11 Pulirequests (® Actions [ Projects [0 wiki @ Security |~ Insights Settings

¥ abranches © 0tags Go to file Add file ~ About

Create new file' No description, website, or topics

27 provided.

Upload files
| have tracked Figures, Scripts and .gitignore files last year
Updated the results last year

| have tracked Figures,Scripts and .gitignore files

or a d d gitignore updated ignore file C re ate a hew
branches here s file

README is
automatically
rendered when
you visit any repo

Stroke_brain_bloodeQTLs

Aim: To elucidate shared genetic aetiology between stroke and select CVD and neurological disorders.

Packages

No packages published
Publish your first package

[ Upload files }




Part 3: IEU GitHub

organisation
Yi Liu



https://github.com/MRCIEU

& github.com)

O Search or jump to.

Pull requests Issues Codespaces Marketplace Explore

MRC Integrative Epidemiology Unit

A 63 followers @ University of Bristol, UK ¢ http://www.bristol.ac.ukfieu

() Overview [ Repositories 171 [ Projects 6 € Packages A\ Teams 21 R People 170

README. nd

MRC Integrative Epidemiology Unit Home About MRC I

sftware browser | Detail € <

e intogrative  BAKE University of
ng,:f @A BRISTOL

University of Bristol (IEV) conduct

me to MRC Integrat

t GitHub pages

e UK's most advanced
genetics, population data and experiments

4 @ range of openly avallable software to

ers at the MR Is based on ress

Mendellan randomlzatlon
e st EplG rap DB

EWAS
ata integrat
MR-phewAs Data mlnlng e mprt(ieiomllocns

fLiterature mnlng OpenGWASTet enbedd:
e Text minin Machine learning
2 smoking  yR-Base ®DNA methylation
: Phenotypes

| abolomics
> EWAS Catalo et
I1lumina Beadcmpg Vlsuallzatlon

=microhiomics

Unfollow

@® View as: Public
You are viewing the README and pinned
repositories as a public user.

People

“@e @
.§w WS
O I8 LAl \)

View all

Top languages

OR @Python @HTML
@ Jupyter Notebook @ Shell

Most used topics Manage
bioinformatics ~ gwas vef

graph-database  summary-statistics

==~ MRC Integrative Epidemiology Unit

() Overview [J Repositories 171 [ Projects 6 @ Packages

Q_ Find a repository... Type ~

mrcieu.github.io ' Private
MRC |EU GitHub pages
@ Jupyter Notebook ¥ 5 w1 (D0 110 Updated 1 minute ago

upptime  Public
Use upptime to monitor web platform status

uptime-monitor status-page upptime

@JsON EBMT ¥0o w0 (Do 130 Updated 19 hours ago

temmpo Public
Text mining for mechanism prioritisation

mesh-terms

@Python EBGPL-30 ¥1 Y5 (D0 110 Updated 3 days ago

gwasglue2  Public
Connecting GWAS summary data to analytical tools
OrR %1 w1 (13 10 Updated 3daysago

bp-drug-mr ' Public
Multi-ancestry MR of blood pressure drug targets
OHTML ¥1 ¥1 (O1 110 Updated 3 days ago

epigenetics-journal-club ' Public
Repository for the IEU epigenetics journal club papers, presentations and scripts

Aan haar WA Aa M A tiedeeadn den aan

Ay Teams 21

Language ~

A People

Sort ~

170




Become a member (if you aren’t already)

Some of the community repos require you to be
a member of the MRCIEU internal team to access

& MRCIEU / mrcieu.github.io  Private

& MRCIEU | wiki  Private

IEU data management Mailbox

Contact

Request access
& jeu-datamanagement@bristol.ac.uk

) ieu-datamanagement@bristol.ac.uk

4

21 teams in the MRCIEU organization Visibility ~ Members ~
Developers @ J e e ‘ A b @ s 20 members 0 teams
epigraphdb
EpiGraphDB a database and platform for health DEDPVE R - 9 members 0 teams
data science
External analyists @ 1 member 0 teams
FATHMM m & 2 members 0 teams
Genetic epi tutors frey
Titrsforsametc ok picl QLS T8 40 mempers 0teams
godmc-analysts o ]
oG s SON@en.l 55 members 0 teams
GoDMC2 Q"' o A i
HH = 1
GoDMC 2 analysis @ - (&) 6 members 0 teams
gwas_vcf_format
Team for developing standard storage format " 3 m 0 6 members 0 teams
for GWAS summary stats
ieup4 & e
JEU programme 4 a f a 23 members 0 teams
it-services e
Members from IT services .W Amembers Oteams
MELODI e 3 members 0 teams
P
MRBase & . T9® 0 i 20 members 0 teams
MRCIEU_internal W
i o YL
Internal members of MRC IEU e FQ 109 members Qtsams
MVP analysts @ m a T 5 members 0 teams
OracleCloud il
Team for Oracle Cloud development work S 2 members Oeams
PhenoSpD
A method to estimate phenotypic correlation e 2 members 0 teams

and multiple testing correction f.

P P T



IEU GitHub Pages

- Showcase the software, coding, and data science side of IEU research
- Showcase and promote your software!

R packages: very many!

Processing and application pipelines

Applications (web / command line / GUI)

MELODI-presto
MendelVar

MR dictionary
MELODI-presto
EpiGraphDB (web, API)
OpenGWAS (web, API)

Big software projects

OpenGWAS
EpiGraphDB

MRC Integrative Epidemiclogy Unit

ot & Universicy of
EZ- b~ uina g BRISTOL

Mendelian randomization
JEXT miningLiterature miningsesession
OpenGWAS  pesp learning Visualization

t embedding Fyjdence integration
E,WAS CatangMac"nnc learning Text embeddings
S wus noyData mining

WASnatural language

etics
EIE S ;
tNOAO0L10

1

EpiGrophOB R package

R packoge for [piGrastOl

Epiviz

EpiGraphDB WebUt

The EWAS Catalog R packoge
ErSraptOB plisarm it splleiois The EWAS Catolog
TR O wom EWAS  gumsc sares

' [ ]

wafl

e geograbi
e FATHMM A tol for efficenty gratiting usobie
SN



How to contribute

1. By making a pull request:
add an entry to the software.yml
2. Make suggestions on the repo’s
issues

See further details on the README

¥ master ~  mrcieu.github.io / data /

€) YiLiu6240 Add profile IEU GitHub wiki

B8 profile-images Add profile IEU GitHub wiki
B survey Update
[ .gitignore Update

D parent-projects.yml add ewas catalog

Go to file Add file ~

® be907ca 5hoursago D History

5 hours ago
2 years ago
2 years ago

2 years ago

[ softwareyml Add profile IEU GitHub wiki

5 hours ago l

> BIN +282 KB data/profile-images/ieu-github-wiki.png @

v -} 14 mmmmm data/software.yml (0

5.2 @@ -962,6 +962,20 @@ ieu-github-pages:

962 = Python

963 - Jinja2

964 - Website

965 xtmixediou-stata-package:

966 label: xtmixediou Stata package

967 description: Stata command to estimate the linear mixed

effects integrated Ornstein-Uhlenbeck model

962
963
964
965
966
967
968
969
970
971
972
973
974
975
976
977
978
979
980
981

= Python
= Jinja2
- Website
+ leu-github-wiki:
+ label: IEU GitHub Wiki
+ description: Wiki and knowledge base for IEU members
+ maintainer_name: Yi Liu
+ contact: yi6240.liu@bristol.ac.uk
+ software_url: https://mrcieu.github.io/wiki
+ software_type: Application;
+ point_development: Active maintenance
+ code_public: false
+ collaborators: IEU software coordination team
+ image: ieu-github-wiki.png
+ tags:
+ = GitHub Actions
+ = Docker
xtmixediou-stata-package:
label: xtmixediou Stata package
description: Stata command to estimate the linear mixed
effects integrated Ornstein-Uhlenbeck model



See results

MRC Integrative

me About MRC IEU software browser Details Wiki € ¢/>

MRC IEU software browser

wiki

all = API | Active development = Active maintenance = Analytical and/or data processing pipeline | Android Studio = Application
Artistic License 2.0 = Bash = Bootstrap-vue = C++ = DNA methylation = Data integration = Data mining = Database | Deep learning
Dictionary = Django = Docker = EWAS EWAS Catalog Early prototype Elasticsearch EpiGraphDB Evidence integration

FastAPl = Flask = GPL-3 = GPLv3 | GWAS  Gene Expl

1 Omnibus GitHub Actions = Graph database
Heteroscedasticity = Hugo = lllumina Beadchip | Interaction effect = java @ Jinja2 Literature mining MIT MR-Base MR-pheWAS
Machine learning = Mendelian randomization = Metabolomics = Methodology = Missing outcomes = Missing-not-at-random

Multilevel models Natural language processing Neodj None @ OpenGWAS = Phenome Scan Phenotypes PySam Python R
RCT | Regression = Shiny = Snakemake & Software package | Stata = Systematic review = Terraform &= Text embedding

Text embeddings = Text mining = The EWAS Catalog | Variables | Variance = Visualization | Vue = Vuejs WDL = Web app

Web service | Website = XML @ httr = metabolomics = microbiomics = momentary assessment = proteomics = smoking

systematic review vQTL

MRC Integrative Epide

IEU software projects
—Annotated Semantic Queries
—API for MRC-IEU OpenGWAS
—BESIDEMR R package
—bpbounds R package
—bpbounds Stata package
—cofunnel Stata package
—DataWatch

—dmrff

r—dnamalci

—EpiGraphDB

—EpiViz

—ewaff

—FATHMM

—geograbi

—GLU R package

—GWAS of trait variance
—gwas2vcf

—IEU GitHub Pages

—EU GitHub Wiki

—iPVs

r—ivonesamplemr Stata packag
—medrxivr

—meffil

—MELODI

—MELODI-Presto

Submit / update your software!

IEU GitHub Wiki

Wiki and knowledge base for IEU members

:uuwwm Links and resources :Mnmtmvvicmc
fome. woversty ks
Data management MG 1EU

Links and resource: (see for HPC help
Serptng changes). Externalresourcas

Softwre davelopment The Universiy of Eanburgh -
Data Science Trainig in
Hoalth & Boscianca

Arcies v
Bast pracicas n coding University links

i g MRC IEU

Creating ben fies trom piink. ST

iternal) - extensive resources for training in epidemiology - MRC IEL
Instaling  specifc versin of

Ron a Linux server using
Conda cpage and coding
Mounting a network drve cn

Unux

« Coe clinic Teams link - Go here to get fots of peer support and for recorded videos from
R tdyverse examgies past sessions
Using Siemake
Using Docker HPC help
Using Emacs
« ACRC page

« ACRC HPC docs finteral

External resources

The University of Edinburgh - Data Science Training in Health & Bioscience

fedcarp github. o/Ed-DasH]

5. All wo

kshops willbe ¢

« List of upcoming workshop sessions: hitos:ffedcarp.gthub iofEd-DasHjworkshops. html
Maintainer(s): Yi Liu

contact: yi6240.liu[at]bristol.ac.uk

Collaborator(s): IEU software coordination team

Software URL: https:/mrcieu.github.io/wiki




IEU wiki

Curated knowledge base and wiki for IEU (GitHub) members

Wiki site
source wiki

Home

]

ks vt rescrces Welczame % tam UHCE L with I has information aboxt fhe code clric and also s 4 place 15
seare Dot 0 shase code sppets that others might fisd usetul.

Sctraare daveicomest

Arces v

B practces i caseg Code cinic

stes

% U mermoees - ok e 1o o the Coce s Tearms chaersl whare you gt -
Coeatng bgen S tram ik + Peer support a0 (5cusson for Goding and data setyied Issses:

Itating 8 spacc vwrves of

ey o Hiwostly mautige (Tusscens 1pm)

o . f serieting,

Moustng & rnars e

R1cywne savoies Making changes

sy mors

Using Do # yeus e 2 mirniter o1 the MACEU GUiasb ergari2ation, ou ean

+ Wb s 30 contibetians 10 the whi drecty at e

o Mubn B s a e s

 Contricuse % the dvmiosmant of e

Home

YLLGI40 wted this 3age on M 16 - 12 seviskans

Welcome to the MROEL wite You are lockeng at the mtermal scusco wiki [on the putie lacing
site thes page wil be replaced by “SITE_README"). Tha wic: = amed ot bulding 3 cursted
heowiodge basa for IEL mambars % shars knowledge.

A3 8 member of ths MACEU Github organaton, you can

* Macs sdts and additicns 1o the wic directly ot the sowce wik
* Make gscussions a the disoussions poge
+ Consbate 1o the ceveiapment of 0 wiki repo

Making changes

NOTE: The followng covers steps 10 make changes 10 the comtent pages of the wit) site. i you
are hoping 10 make changes 10 the Wil sde Xself [Le. to the the repo’s code), you sheu'd
consuk the documentation of the whi rega,

+ Coeating a new poge. On this wiki page chek New pege’

» Give the page 2 Wik, at the top of the body of the PDage DUt something e Author
Your Nese (I yOu wart to chaim ownershic), and then just write the srooet and
relevant o below in Markdown format.

* To et an eaiiting page: Limply GO 10 & puge and clck on et
* Onoe you seve the pege Te Giirud Actions will ancmencely vpdate he
g Fewcseu Github Wil mebste. There's nothing el you seed 1o do.

NOTE: Asde frem some exceptons fnziuding ths ans), EVERY visitle 5890 o0 this scuce
wibi will b visbile 00 the public tacing Tzemecieu pisub olwi) sie. 5o slesse 80 Act 608
That reght Be seasitiv (9. server adored, cotent mformation

otzf.

Differences between the source wiki and the
public wiki website

» The repo of the wits site & Htpe g thut comMAtEUwie

Manrg ¢haraes
Dittarerces betwees the 3oace
WL and (he UK Wit aetade
Tevrcay

* Bas! raitces in seding svles

* Code Testirg

* Creeting byen s bom cled

* Duts maragenwn

" NG & soecte ks of Bon
* Uinks ard resserces:

* Mountng 3 retmcrk erfes on Linux
" Ry s

* Serging

* BT neaowe

* Saftware dewehopmen

" i Bomeks

" g Docker

* Wning Eracs



@ github.com/MRCIEU/wiki

O Search or jump to... Pull requests Issues Codespaces Marketplace Explore

HOW to Contri bute & MRCIEU / wiki *Private ©Unwatch 59 ~ % Fork 1~ fr Str 0 | -

<> Code (9 Issues % Pullrequests U3 Discussions () Actions | [J wiki |@® Security |~ Insights 3 Settings

¥ main ~ ¥ 3branches © 0 tags Go to file Add file ~ <> Code ~ About &
MRCIEU GitHub Wiki
o YiLiu6240 Update todo v d71f7a5 onJan 23 O 59 commits
& mrcieu.github.iojwiki
I .github/workflows Fix actions/checkout to v3 instead of master 3 months ago [0 Readme
I docs Refactor processing logics 3 months ago ¥ Ostars
59 watchin
B utis Add missing shebang line 3 months ago @ W g
¥ 1fork
3 .gitignore Overhaul structure 3 months ago
[ Makefile Minor fixes 3 months ago
Contributors 5
[ README.md Update todo 3 months ago
D block-pages.txt Overhaul structure 3 months ago 0 w & '
[ docker-compose.yml Refactor processing logics 3 months ago
Languages
D top-level-pages.txt Add links and resources to top level 3 months ago guag
—— —
Shell 55.0% ® Makefile 38.6%
= README.md 4 ® Dockerfile 6.4%

Wiki for MRC IEU users

This is the code repository of MRCIEU's GitHub wiki site, where the wiki of this repo is served as the page content
of the rendered site.

« If you want to make changes to the wiki's content, please check the documentation here.

« If vou want to make chanaes to the wiki site itself. please continue readina the docs.



How to contribute

ﬁ MRCIEU/Wlki Private

<> Code (© Issues 19 Pullrequests ©J) Discussions () Actions [J wiki (@ Security [~ Insights 2 Settings

Home

YiLiu6240 edited this page on Jan 16 - 12 revisions

Welcome to the MRCIEU wiki. You are looking at the internal source wiki (on the public facing site this page will be replaced
by "SITE_README"). This wiki is aimed at building a curated knowledge base for IEU members to share knowledge.

As a member of the MRCIEU GitHub organization, you can

* Make edits and additions to the wiki directly at the source wiki
* Make discussions at the discussions page
« Contribute to the development of the wiki repo

& Unwatch 59

Making changes

NOTE: The following covers steps to make changes to the content pages of the wiki site. If you are hoping to make changes
to the wiki site itself (i.e. to the the repo's code), you should consult the documentation of the wiki repo.

» Creating a new page: On this wiki page click 'New page'
o Give the page a title, at the top of the body of the page put something like Author: Your Name (if you want to
claim ownership), and then just write the snippet and relevant info below in Markdown format.
« To edit an existing page: simply go to a page and click on edit.
« Once you save the page the Github Actions will automatically update the https://mrcieu.github.io/wiki/ website. There's
nothing else you need to do.

NOTE: Aside from some exceptions (including this one), EVERY visible page on this source wiki will be visible on the public
facing https://mrcieu.github.io/wiki/ site. So please do not add information that might be sensitive or confidential (e.g.
server address, patient information etc).

Differences between the source wiki and the public wiki

- % Fork 1~ ¥y Star 0

~ Pages @)

Find a page...

~ Home

Making changes

Differences between the source
wiki and the public wiki website

Technicals

Best practices in coding styles

Code Testing

Creating bgen files from plink

Data management

Installing a specific version of Ron ...

Links and resources

Mounting a network drive on Linux

R tidyverse examples

Scripting

SITE_README



See results

Editing Best practices in coding styles

Best practices in coding styles

Write Preview

m | h2 (h || @ |ER|[B|1]|<]|i=

-0 Edit mode: | Markdown s

# Best practices in coding styles

Author: Yi Liu

Maintaining a good and consistent coding style is important in the sense that it improves the xxreadabilitysx of your code.
## Coding styles

Below are some of the commonly practiced coding styles in various programming languages:

- [R: tidyverse style] (https://style.tidyverse.org/)

- [R: google] (https://google.github.io/styleguide/)

- [Python: PEP8] (https://peps.python.org/pep-0008/)

- [Python: google] (https://google.github.io/styleguide/pyguide.html)

- [Shell: google] (https://google.github.io/styleguide/shellguide.html)

## Formatters

Attach files by dragging & dropping, selecting or pasting them.

Edit message

Write a small message here explaining this change. (Optional)

MRC IEU Wiki

Home
Data management
Links and resources
Scripting

Software development

Articles v

Best practices in coding
styles

Code Testing
Creating bgen files from plink

Installing a specific version of
R on a Linux server using
Conda

Mounting a network drive on
Linux

R tidyverse examples
Using Biomake
Using Docker

Using Emacs

Best practices in coding styles Table of contents

Coding styles
Formatters
Author: Yi Liu

Maintaining a good and consistent coding style is important in the sense that it improves the
readability of your code.

Coding styles
Below are some of the commonly practiced coding styles in various programming languages:
 R:tidyverse style
« R:google
o Python: PEP8
« Python: google

o Shell: google

Formatters

There are formatters in many ing | that support
consistent style.

your code into a

o R:formatR
o Python: black

« Web development (jsits, html, css): prettier



